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4 <110> APPLICANT: Kretz, Keith 

6 <120> TITLE OF INVENTION: NOVEL PHYTASE 

9 <130> FILE REFERENCE: 09010/029003 

11 <140> CURRENT APPLICATION NUMBER: 09/777, 566 1^1^ 

12 <141> CURRENT FILING DATE: 2001-02-05 l\J I f~ 

14 <150> PRIOR APPLICATION NUMBER: 09/318,528 Ls* I Y I La* I I 

15 <151> PRIOR FILING DATE: 1999-05-25 

17 <150> PRIOR APPLICATION NUMBER: 08/910,798 

18 <151> PRIOR FILING DATE: 1997-08-13 

20 <150> PRIOR APPLICATION NUMBER: 09/259,214 

21 <151> PRIOR FILING DATE: 1999-03-01 
23 <160> NUMBER OF SEQ ID NOS : 4 

25 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

27 <210> SEQ ID NO: 1 

28 <211> LENGTH: 1323 

29 <212> TYPE: DNA 

30 <213> ORGANISM: Escherichia coli 

32 <220> FEATURE: 

33 <221> NAME/KEY: CDS 

34 <222> LOCATION: (1)...(1320) 

36 <221> NAME/KEY: misc_f eature 

37 <222> LOCATION: (1).,.(1323) 

38 <223> OTHER INFORMATION: n = A,T,C or G 
4 0 <4 00> SEQUENCE: 1 

41 atg aaa gcg ate tta ate cca ttt tta tot ctt ctg att cog tta acc 48 

42 Met Lys Ala lie Leu lie Pro Phe Leu Ser Leu Leu lie Pro Leu Thr 

43 1 5 10 15 

4 5 ccg caa tct gca ttc get cag agt gag ccg gag ctg aag ctg gaa agt 96 
4 6 Pro Gin Ser Ala Phe Ala Gin Ser Glu Pro Glu Leu Lys Leu Glu Ser 
47 20 25 30 

49 gtg gtg att gtc agt cgt cat ggt gtg cgt get eca ace aag gee acg 144 

50 Val Val lie Val Ser Arg His Gly Val Arg Ala Pro Thr Lys Ala Thr 

51 35 40 45 

53 caa ctg atg cag gat gtc acc cca gac gca tgg cca acc tgg ccg gta 192 

54 Gin Leu Met Gin Asp Val Thr Pro Asp Ala Trp Pro Thr Trp Pro Val 

55 50 55 60 

W--> 57 aaa ctg ggt tgg ctg aca ccg cgn ggt ggt gag eta ate gcc tat etc 240 

58 Lys Leu Gly Trp Leu Thr Pro Arg Gly Gly Glu Leu lie Ala Tyr Leu 

59 65 70 75 80 

61 gga cat tac caa cge cag cgt ctg gta gee gae gga ttg ctg gcg aaa 288 

62 Gly His Tyr Gin Arg Gin Arg Leu Val Ala Asp Gly Leu Leu Ala Lys 

63 85 90 95 

65 aag ggc tgc ccg cag tet ggt cag gtc gcg att att get gat gtc gae 336 

66 Lys Gly Cys Pro Gin Ser Gly Gin Val Ala lie lie Ala Asp Val Asp 

67 100 105 110 

69 gag cgt ace cgt aaa aca ggc gaa gee ttc gee gee ggg ctg gca eet 384 

70 Glu Arg Thr Arg Lys Thr Gly Glu Ala Phe Ala Ala Gly Leu Ala Pro 
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217 <210> SEQ ID NO: 3 

218 <211> LENGTH: 49 

219 <212> TYPE: DNA 

220 <213> ORGANISM: Artificial Sequence 

222 <220> FEATURE: 

223 <223> OTHER INFORMATION: Oligonucleotide 

225 <400> SEQUENCE: 3 

226 gtttctgaat tcaaggagga atttaaatga aagcgatctt aatcccatt 49 

228 <210> SEQ ID NO: 4 

229 <211> LENGTH: 33 

230 <212> TYPE: DNA 

231 <213> ORGANISM: Artificial Sequence 

233 <220> FEATURE: 

234 <223> OTHER INFORMATION: Oligonucleotide 

236 <400> SEQUENCE: 4 

237 gtttctggat ccttacaaac tgcacgccgg tat 33 
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